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SEQUENCE LISTING 

<110> Holloway. James L. 

<120> A Method and System for Detecting Near 
Identities in Large DMA Databases 

<130> 99-61 

<160> 3 

<170> FastSEQ for Windows Version 3.0 

<210> 1 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Illustrative nucleotide sequence. 
<400> 1 

actgagctac tctgccactc ttctactgga cc 
32 

<210> 2 
<211> 33 



2 



<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Illustrative nucleotide sequence. 
<4.00> 2 

ctgagctact ctgccactct tctactggac ctg 
33 

<210> 3 
<211> 50 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Illustrative nucleotide sequence. 
<400> 3 

ctgagctact ctgccactct tctactggac ctggtcaact agccagcatg 
50 



